Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.119; data-to-parameter ratio = 28.4.
In the title compound, C 16 H 18 N 2 O 2 S, the piperidine ring adopts a chair conformation. The central 4-thiazolidinone ring makes dihedral angles of 12.01 (7) and 51.42 (9) , respectively, with the benzene ring and the least-squares plane of the piperidine ring. An intramolecular C-HÁ Á ÁS hydrogen bond stabilizes the molecular structure and generates an S(6) ring motif. In the crystal, molecules are linked into a tape along the c axis by intermolecular C-HÁ Á ÁO hydrogen bonds.
Related literature
For general background to the title compound, see: Lesyk & Zimenkovsky (2004) ; Lesyk et al. (2007) ; Havrylyuk et al. (2009) ; Ahn et al. (2006) ; Park et al. (2008) ; Geronikaki et al. (2008) ; Zimenkovsky et al. (2005) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 Comment 4-Thiazolidinone ring system is a core structure in various synthetic compounds which display a broad spectrum of biological activities (Lesyk & Zimenkovsky, 2004) including an anticancer effect (Lesyk et al., 2007; Havrylyuk et al., 2009 ).
Experimental
Mechanisms of 4-thiazolidinones and related heterocycles antitumor activity may be associated with the affinity to anticancer bio-targets, such as phosphatase of a regenerating liver (PRL-3) (Ahn et al., 2006; Park et al., 2008) and non-membrane protein tyrosine phosphatase (SHP-2) (Geronikaki et al., 2008) . 5-Arylidene derivatives were previously shown as the most active group of compounds with the anticancer activity among a large pool of 4-azolidone derivatives and analogs (Zimenkovsky et al., 2005) . This prompted us to synthesize title compound (I).
The central 4-thiazolidinone ring makes dihedral angles of 12.01 (7) and 51.42 (9)°, respectively, with the benzene ring and the least-squares plane of piperidine ring. The piperidine ring adopts a chair conformation. An intramolecular C5-H5A···S1 hydrogen bond (Table 1) stabilizes the molecular structure and generates an S(6) ring motif ( Fig. 1; Bernstein et al., 1995) . In the crystal structure, the molecules are linked into a tape along the c axis by intermolecular C16-H16A···O1 and C2-H2A···O1 hydrogen bonds (Table 1 and Fig. 2 ).
An equimolar mixture of 2-(piperidin-1-yl)-1,3-thiazol-4(5H)-one, anisaldehyde and sodium acetate in acetic acid was refluxed for 2 hrs. The product formed was filtered, washed, dried and re-crystallized from ethanol.
Refinement
All hydrogen atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined using a riding model, with U iso (H) = 1.2 or 1.5U eq (C). A rotating-group model were applied for methyl group. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.20003 (4) 0.555618 (16) 
